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Biosensors combine a ligand-binding domain with a 
fluorescent protein to measure the concentra�on of 
signalling molecules in live cells.
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Design of a novel biosensor requires iden�fica�on of the 
op�mal site to insert the fluorescent protein into the ligand-
binding domain.
 
This process can be accelerated through a transposon 
mediated domain-inser�on library strategy that generates 
all possible inser�on combina�ons.1

Cell sor�ng, sequencing and sta�s�cs (sort-seq) enables the 
quan�fica�on of fluorescence intensity for many biosensor 
variants in parallel.2
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Sort-seq assay applied to lactate biosensor iden�fies 
inser�on site with max ΔF/F from library of 221 variants.
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